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What is Claimed: 



CLAIMS 



1 • \ An isolated polynucleotide comprising a sequence selected from the 
group consisting of: 



^ (a) sequences provided in SEQ ID NO:l, 2, 5, 9 10 13 16 19 23 27 

28, 32, 33, 35, 38, 4.-50, 5 Y 53, 56, 57, 63, 65, 69-72, 75, 78, 80-82, 84, 86, 89-9 3 ' 95 ' 97- 
■00, .03, ,07, ,,,, ,14, lA 120, ,2,, ,25, ,28, ,32-134, ,36, ,37, ,40, ,43-146 U8- 
151, .56, 158, ,60-,62, ,66-16* 171, ,74-183, ,85, ,93-199, 203-206, 208, and 2,0-2,4; 

(b) complements of the sequences provided in SEQ ID NO 1 2 5 9 10 
>3, .6, .9, 23, 27, 28, 32, 33, 35.W 4,-50, 52, 53, 56, 57, 63, 65, 69-72, 75,' 78 8oW 
K 86, 89-93, 95, 97-.00, ,03, l07 \l 1, 1,4, ,17, ,20, ,2,, ,25, ,28, ,32-134 ,36 137' 
.40, ,43-146. ,48-,5,, ,56, 158, I60W ,66-168, ,71, ,74-183, 185, ,93-199 203W 
208 and 2,0-2,4; \ 

(c) sequences consisting of at least 20 contiguous residues of a sequence 
prov.ded in SEQ ID NO.l, 2, 5, 9, ,0, 1 3 W ,9, 23, 27, 28, 32, 33, 35, 38 4,-50 52 53 
56, 57, 63, 65, 69-72, 75, 78, 80-82, 84, sV 89-93, 95, 97-.00, 103, ,07, ,1, ll4 m ' 
120, ,21, ,25, ,28, ,32-,34, ,36, ,37, ,4o\,43-,46, ,48-,5,, ,56, ,58, ,6oV, 66- 
168, ,71, 174-183, 185, 193-199, 203-206, 2 0 Lnd 210-214; 

(d) sequences that hybridize tl sequence provided in SEQ ED NO 1 2 
5, 9, .0, .3, ,6, ,9, 23, 27, 28, 32, 33, 35, 38, A. 52, 53, 56, 57, 63, 65, 69-72 75 n 
80-82, 84, 86, 89-93, 95, 97-100, ,03, ,07, 1„, „\ 117 , 120> 121 , ]25 _ m ^ 
136, ,37, ,40, ,43-146, ,48-15,, 156, 158, 160-lffl.Wl68, 171, ,74-183 ,85 ,93-' 
199, 203-206, 208 and 2 10-2 14 under moderately stringenYcondttions- 
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SEOIDNO 1 o Seq \ haVm§ ^ ^ ^ t0 3 SGqUenCe P™ ded - 
10 N0:1 ' 2 ' 5 ' 9 ' 10 '| 13 ' 16 > 19 > 23, 27, 28, 32, 33, 35, 38, 41-50, 52 53 56 57 63 

65, 69-72, 75, 78, 80-82, gi 86, 89-93, 95, 97-100, 103, 107, 111, 114 , U 7, 120 121 US 
^IH 136, 137, ll 143 -146, 148-151, 156, 158, 160-162, 166-168,'l7 ' 17^ 

183, 185, 193-199, 203-206,\208 and 210-214; 

SFO m Mn , ^ " ' SeqUenC \ havin g ^ least 90% ld ent lty to a sequence provided in 
EQ ID NO: 2, 5, 9, 10, 13, lU 23, 27, 28, 32, 33, 35, 38, 41-50, 52, 53, 56, 57, 63 
65, 69-72, 75, 78, 80-82, 84, 86, 8 W 95, 97-100, 103,107,111, 114,117 120 121 125' 
128, 132-134, 136, 137, 140, 143-W, 148-151, 156, 158, 160-162, 166-168 171 '174' 
183, 185, 193-199, 203-206, 208 anA210-214 and ' ' 

(g) degenerate variant s of a sequence provided in SEQ ID NO 1 2 5 9 
10, 13, 16, 19, 23, 27, 28, 32, 33, 35, k 41-50, 52, 53, 56, 57, 63, 65, 69-72, 75,' 78 80- 
82, 84, 86, 89-93, 95, 97-100, 103, 107,W 114, 117, 120, 121, 125, 128, 132-134 136 
137, 140, 143-146, 148-151, 156, 158, \o-162, 166-168, 171, 174-183, 185 193-199' 
203-206, 208 and 210-214.. 



2- An isolated polypeptide comprising an amino acid sequence of an 
ovarian tumor protein selected from the group consisting of: 



(a) polynucleotides recited 



polynucleotide of claim 1; and 



in any one of sequences encoded by ; 



(b) sequences having at least 70% identity to a sequence encoded by a 
polynucleotide of claim 1; and 

(c) sequences having at least 90% identity to a sequence encoded by a 
polynucleotide of claim 1. 



3- An expression vector comprising a polynucleotide of claim 1 
operably linked to an expression control sequence. 
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4. A host cell transformed or transfected with an expression vector 
according to claim 3. 

5- An isolated antibody, or anfgen-binding fragment thereof, tha, 
specifically binds to a polypeptide of claim 2. 

6. A method for detecting the presence of an ovarian cancer ,„ a 
patient, comprising the steps of: 

(a) obtaining a biological sample from the patient; 

(b) contacting the biolo glC al sample with a binding agent that bmds to a 
polypeptide of claim 2; 

(c) detecting m the sample an amount of polypeptide that bmds to the 
binding agent; and 

(d) comparing the amount of polypeptide to a predetermined cut-off 
value and therefrom determining the presence of a cancer in the patient. 

7- A fusion protein comprising at least one polypeptide according to 

claim 2. 

8- An oligonucleotide that hybridizes to a sequence recited m SEO ID 
NO:l, 2, 5, 9, 10, 13, 16, 19, 23, W, 33, 35, 38, 41-50, 52, 53, 56, 57, 63, 65, 69-72, 

95. 97-T\nn my im m ... . . 

128, 132- 



W \ -x^ 1 -^ ^^,56,57,63, ( 

75, 78, 80-82, 84, 86, 89-93, 95, 97-\foW 107, 111,114,1,7,120 !21 125 
134, .36, 137, 140, 143-146, 148-1 W 56 , 158 , , 60 ., 6 2, ,66-168, 171, 17*183' .85 
193-199, 203-206, 208 and 2,0-214 UXnoderately stringent conditions ' ' 



9. 



A method for stimulating and/or expanding T cells specific for a 
tumor protein, comprising contacting T cells with at least one component selected from the 
group consisting of: 

(a) polypeptides according to claim 2; 

(b) polynucleotides according to claim 1 ; and 
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claim 1, W an,igen - preSen " ng Cd,S that «P«» a polypeptide accordmg «c 

under conditio™ and for a time sufficient to permit the stimulation and/or 
expansion of T cells. 



10. An isolated T cell population, comprising T cells prepared according 
to the method of claim 9. 



\ . 1 L \ COm P° sition imposing a first component selected from the group 

\ consisting of physiologklly accepts ca m ers and immunostimulants, and a second 
' Component selected from tflfe group consisting of: 
f ( a ) polypeptides according to claim 2; 

(b) polynucleotides according to claim 1 ; 

(c) antibodies according to claim 5; 

(d) fusion proteins\ccording to claim 7; 

(e) T cell populationsVcording to claim 1 0; and 

(f) antigen presenting V, that express a polypeptide according to 
claim 2. x 



12. A method for stimulating an immune response in a patient 
composing administering to the patient a composition of claim 11. 

13. A method for the treatment of a cancer m a patient, comprising 
administering to the patient a composition of claim 11. 



14. A method for determining the presence 



of c 



comprising the steps of: 

(a) obtaining a biological sample from the patient; 



cancer in a patient, 
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(b) contacting the b.ological sample w,th an oligonucleot.de according 

to claim 8; & 

(0 detecting i„ the sample an ^ of a po|ynudeot . de 
hybridizes to the oligonucleotide; and 

(d) compare the amount of polynucleotide that hybridizes to the 
ohgonueleotide to a predefined cut-off va,ue, and therefrom defining the presence 
oi the cancer in the patient. 



claim 8. 



15. A diagnostic kit comprising at least one oligonucleotide according to 



16. 



A diagnostic kit comprising at least one antibody according to 
claim 5 and a detection reagent, wherein the detection reagent comprises a reporter group. 

17. A method for inhibiting the development of a cancer in a patient 
comprising the steps of: 

(a) incubating CD4+ and/or CD8+ T cells isolated from a patient with at 
least one component selected from the group consisting of: (i) polypeptides according to 
claim 2; (n) polynucleotides according to claim 1; and (in) antigen presenting cells that 
express a polypeptide of claim 2, such that T cell proliferate; 

(b) administering to the patient an effective amount of the proliferated T 

cells, 

and thereby inhibiting the development of a cancer in the patient. 

18. A polypeptide comprising an amino acid sequence selected from the 
group consisting of sequences recited in SEQ ID NO:200-202, 207, 209 and 215. 
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